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81380911.Lactobacillaceae.Lactobacillus

81380918.Pasteurellaceae.Haemophilus
813809165.Ruminococcaceae.Ruminococcaceae_UCG−002
8138091181.Rikenellaceae.Rikenellaceae_RC9_gut_group
813809169.Prevotellaceae.Prevotellaceae_NK3B31_group
813809343.Prevotellaceae.Alloprevotella

8138091464.Synergistaceae.Cloacibacillus
813809119.Christensenellaceae.Christensenellaceae_R−7_group
813809115.Methanobacteriaceae.Methanobrevibacter
813809109.Ruminococcaceae.Subdoligranulum
813809111.Ruminococcaceae.Ruminococcus_2

813809191.Enterobacteriaceae.Unmatched_genus
813809807.Bacteroidaceae.Bacteroides
8138091460.Fusobacteriaceae.Fusobacterium

treatment

Control
Y_glucan


