dbPRC faecal samples w_unifrac genus level

— 8138091460.Fusobacteriaceae.Fusobacterium

|- 813809807.Bacteroidaceae.Bacteroides
= 813809191 .Enterobacteriaceae.Unmatched_genus

.Ruminococcaceae.Rumingcoccus_2
.Ruminococcaceae.Subdoligranulum
.Methanobacteriaceae.Methanobrevibacter
.Christensenellaceae.Christensenellaceae_R-7_group
4.Synergistaceae.Cloacibacillus

Il
0000000000
[k
LWUWUWLIL
0000000000
lolelelels)
©OOOO
BRRER
DRROR
OOUIOF

Effect

o |

o \/
3.Prevotellaceae.Alloprevotella

9.Prevotellaceae.Prevotellaceae NK3B31 group

81.Rikenellaceae.Rikenellaceae RC9_gut‘§;(r30%2

5.Ruminococcaceae.Ruminococtacede_

| 1]
0000000000
[kt
WOLWLWWW
0000000000
olelelels)
OOOOO
BRREW
OO N

g | .Pasteurellaceae.Haemophilus
I
treatment
Control
— Y_glucan —— 81380911.Lactobacillaceae.Lactobacillus

I I I I I
5 10 15 20 25

time



