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Figure 2: The effects of different factors on the Survival of anti PD-(L)1 monotherapy in patients with advanced non-small cell lung cancer.A:Progression-free survival (PFS) by Sex
status.B:Overall survival(OS) by Sex status.C:PFS by Age status.D:0S by Age status.E:PFS by EGFR mutation status.F:OS by EGFR mutation status.G:PFS by different EGFR mutation
subtypes.H:OS by different EGFR mutation subtypes.I:PFS by smoking status.J:OS by smoking status.Note:19del refers to 19del and compound mutation containing 19del, except the
compound mutation of 19del combined with T790M; L858R refers to L858R and the compound mutation containing L858R, except the compound mutation of L858R combined with T790M;
T790M refers to T790M and compound mutation containing T790M; Other refers to other mutations except 19del, L858R and T790M, including simple mutation and compound mutation.





